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XE@H: Silencing of HIF-1a inhibited the expression of INcRNA NEAT1 to suppress
development of hepatocellular carcinoma under hypoxia
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Figure 1. Correlations and relative expressions of HIF-1o. and NEAT1 in HCC tissues and their relationships with overall survival of HCC
patients. (A and B) HIF-1a (A) and NEAT1 (B) expressions were detected by qRT-PCR and nor malized to GAPDH expression in 98 pairs
of HCC tissues compared with adjacent nontumourous liver specimens. (C) Spearman’s rank correlation analysis was performed to analyze
the correlations of HIF-1a and NEAT!1 in HCC tissues. (D and E) Kaplan-Meier survival curve and log-rank test were used to evaluate
whether HIF-1a and NEAT1 expression levels were associated with overall survival rate. ***P < 0.001 vs. Adjacent tissue. The data were
shown as mean + standard deviation (S.D.). Abbreviations: HIF-1a, hypoxia-inducible factors-1a; NEAT1, IncRNA nuclear enriched
abundant transcript 1; qRT-PCR, quantitative reverse transcription-polymerase chain reaction; HCC, hepa tocellular carcinoma.
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Figure 4. HIF-1a silencing suppressed the
development of HCC by negatively regulating
NEAT! level in Hep3B and SK-Hep1 cells under
hypoxia. (A, B) Migration rates were detected in
Normal (non-transfected and non-hypoxia

con trol), Hypoxia, pc-Control (non-targeting and
hypoxia control), pc-NEAT1 (NEAT1 transfected
and hypoxia), pc-NEAT1 + siHIF-1a. (NEAT1 and
siRNA-HIF-1a co-transfected under hypoxia),
siHIF-1a groups in Hep3 (A and B) and SK-Hepl
cells (C and D) by scratch wound test. (E-H)
Invasion rates were detected in Normal, Hypoxia,
pc-Control, pc-NEATI, pc-NEAT]1 + siHIF-1a,
siHIF-1a groups in Hep3 (E and F) and SK-Hepl
cells (G and H) by transwell assay. ***P < 0.001
vs. Normal. ###P < 0.001 vs. pc-Control. "/ P <
0.001 vs. pc-NEATI1. AAAP < 0.001 vs. pc-

& & NEAT]I + siHIF-1a. The data were shown as mean
¥ + standard deviation (S.D.). Abbreviations: HIF-
1o, hypoxia-inducible factors-1o; NEATI,
IncRNA nuclear-enriched abundant transcript 1.
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HCC A43 NEAT1 1 HIF1aBAZEFHE (Bl 1A F01 1B); HBXMEDHTER HIF-10895RIAS NEATT &Y
TRAZIEEX (B 1C) , HIF-1aERIAEFER HCC BEUAIBBRET HIF-10ffFEE (B
1D) , &7 HIF-1off5RIARY HCC BETERYF
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